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CHOL:Membrane 1

Residue number Residue number

extracellular

intracellular

transmembrane

(A)

ζ pig        LDPKLCYLLDGILFIYGVIITALFLREKFSRSAD
sheep      LDPKLCYLLDGILFIYGVIVTALFLRAKFSRSAD
cow        LDPKLCYLLDGILFIYGVIVTALFLRAKFSRSAN
rat        LDPKLCYMLDGILFIYGVIVTALYLRAKFSRSAD
human      LDPKLCYLLDGILFIYGVILTALFLRVKFSRSAD
monkey     LDPKLCYLLDGILFLYGVILTALFLRAKFSRSAD
           *******:******:****:***:** ******:

sheep      ELDSATLAGLIITDIIATVLLALGVYCFAGHETGR
cow        ELDTATLAGMIITDIIATVLLALGVYCFAGHETGR
pig        ELDSATLAGIIVTDIIATLLLALGVYCFAGHEMGR
rat        ELDSATLAGVIITDLIATLLLALGVYCFAGHETGR
human      ELDPATVAGIIVTDVIATLLLALGVFCFAGHETGR
monkey     ELDPATLAGIIVTDVIATLLLALGVFCFAGHETGR
           ***.**:**:*:**:***:******:******:**

CD3δ

human      MDVMSVATIVIVDICI
monkey     MDVMAVATIVIVDICI
rat        VDLTAVSIIIIVDICI
pig        VDLMAVVTIIVVDICI
sheep      VNLLEVATIIVVDICV
cow        VNLMEVATIIVVDICV
           :::  *  *::****:

TGGLLLLVYYWSKNRKAK
TLGLLLLVYYWSKNRKAK
TLGLLMVVYYWSKKRKAK
TLGLLMVVYYYSKSRKAK
TLGLLLLVYYWSKSRKAK
TLGLLLLVYYWSKSRKAK
* ***::***:**.****

CD3ε

rat        ELNMGTVSGFIFAEIISIFFLAVGVYFIAGDGVR
pig        ELNSATVSGFIFTEIISLFFLAVGVYFIAGDGVR
sheep      ELNLATVAGFIFTEIVSIFLLAVGVYFIAGEGVR
cow        ELNPSTVAGFIFTEIVSIFLLAVGVYFIAGEGVR
human      ELNAATISGFLFAEIVSIFVLAVGVYFIAGDGVR
monkey     ELNAATILGFVFAEIISIFFLAVGVYFIAGDGVR
           *** .*: **:*:**:*:*.**********:***

CD3γ

pig        DMNLNLQNLSVMGFRIILLKMVGFNLLMTLRLWSS
sheep      DVNLNSQNLSVTVFRILLLKVVGFNLLMTLRLWSS
cow        DINLNSQNLSVIVFRILLLKVVGFNLLMTLRLWSS
rat        DMNLNFQNLSVMGLRILLLKVAGFNLLMTLRLWSS
human      DTNLNFQNLSVIGFRILLLKVAGFNLLMTLRLWSS
monkey     DMNLNFQNLSVIGFRILLLKVAGFNLLMTLRLWSS
           * *** *****  :**:***:.*************

TCRα

Transmembrane
domain

N C

BRS motif

Transmembrane

Cytoplasm

ε(γ)

ζ1ζ2

δγ

ε(δ)
Arg / Lys

90°

(C) (D)

pig        SSASYQQGVLSATLLYEILLGKATLYAVLVSALVLMATVKKK
rat        TSASYHQGVLSATILYEILLGKATLYAVLVSALVLMAMVKKK
human      TSESYQQGVLSATILYEILLGKATLYAVLVSALVLMAMVKRK
monkey     TSESYQQGVLSATILYEILLGKATLYAVLVSALVLMAMVKRK
cow        TSASYQQGVLSATLLYEILLGKATLYAVLVSALVLMAMVKRK
sheep      TSASYQQGVLSATLLYEILLGKATLYAVLVSALVLMAMVKRK
           :* **:*******:*********************** **.*

β Transmembrane domainN CTCRβ
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